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SEQUENCE LISTING 

<110> Shi, Yanggu 

Ruben, Steve M. 

<120> Interleukin 17 Receptor-Like Protein 

<130> PF398P2 

<14 0> Unas signed 
<141> 2001-03-02 

<150> 60/1-87,015 
<i51> 2000-03-06 

<150> PCT/USOO/05759 
<151> 2000-03-06 

<150> PCT/US99/21048 
<151> 1999-09-15 

<150> 09/268,311 
<151> 1999-03-16 

<150> PCT/US98/19121 
<151> 1998-09-16 

<150> 09/154,219 
<151> 1998-09-16 

<150> 60/059,133 

<151> 1997-09-17'. 

<160> 35 . ■ . . 

<170> PatentIn Ver. 2.1 

<210> 1 

<211> 1816 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10) . . (1287) 

<220> 

<221> mat_peptide 
<222> (67) . . (1287) 

<220> 

<221> sig_peptide 
<222> (10) . . (66) 

<400> 1 

gcacgagcg atg teg etc gtg ctg eta age ctg gee gcg ctg tgc agg age 51 

Met Sei* Leu Val Leu Leu Ser Leu Ala Ala Leu Cys Arg Ser 
-15 -10 



gee gta ccc cga gag ccg acc gtt caa tgt ggc tct gaa act ggg cca 99 
Ala Val Pro Arg Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro 
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-5 -11 5 10 

tct cca gag tgg atg eta caa cat gat eta ate cce gga gae ttg agg 147 
Ser Pro Glu Trp Met Leu Gin His Asp Leu lie Pro Gly Asp Leu Arg 
15 20 25 

gac etc ega gta gaa cct gtt aca act agt gtt gca aea ggg gac tat 195 
Asp Leu Arg Val Glu Pro Val Thr Thr Ser Val Ala Thr Gly Asp Tyr 
30 35 40 

tea att ttg atg aat gta age tgg gta etc egg gea gat gee age ate 243 
Ser lie Leu Met Asn Val Ser Trp Val Leu Arg Ala Asp Ala Ser lie 
45 50 55 

cgc ttg ttg aag gee ace aag att tgt gtg aeg gge aaa age aac ttc 2 91 
Arg Leu Leu Lys Ala Thr Lys lie Cys Val Thr Gly Lys Ser Asn Phe 
60 65 70 75 

cag tec tac age tgt gtg agg tgc aat tae aca gag gee ttc cag act 339 
Gin Ser Tyr Ser Cys Val Arg Cys Asn Tyr Thr Glu Ala Phe Gin Thr 
80 85 90 

cag ace aga cce tct ggt ggt aaa tgg aea ttt tee tae ate gge ttc 387 
Gin Thr Arg Pro Ser Gly Gly Lys Trp Thr Phe Ser Tyr lie Gly Phe 
95 100 105 

eet gta gag etg aac aea gte tat ttc att ggg gee eat aat att cct 435 
Pro Val Glu Leu Asn Thr Val Tyr Phe lie Gly Ala His Asn lie Pro 
110 115 120 

aat gea aat atg aat gaa gat gge eet tee atg tct gtg aat ttc ace 483 
Asn Ala Asn Met Asn Glu Asp Gly Pro Ser Met Ser Val Asn Phe Thr 
125 130 135 

tea cca gge tgc eta gac cac ata atg aaa tat aaa aaa aag tgt gtc 531 
Ser Pro Gly Cys Leu Asp His He Met Lys Tyr Lys Lys Lys Cys Val 
140 145 150 155 

aag gee gga age etg tgg gat ccg aac ate act get tgt aag aag aat 579 
Lys Ala Gly Ser Leu Trp Asp Pro Asn He Thr Ala Cys Lys Lys Asn 
160 165 170 

gag gag aea gta gaa gtg aac ttc aca ace act cce etg gga aac aga 627 
Glu Glu Thr Val Glu Val Asn Phe Thr Thr Thr Pro Leu Gly Asn Arg 
175 180 185 

tac atg get ett ate caa cac age act ate ate ggg ttt tct cag gtg 675 
Tyr Met Ala Leu He Gin His Ser Thr He He Gly Phe Ser Gin Val 
190 195 200 

ttt gag cca cac cag aag aaa caa aeg ega get tea gtg gtg att cca 723 
Phe Glu Pro His Gin Lys Lys Gin Thr Arg Ala Ser Val Val He Pro 
205 210 215 

gtg act ggg gat agt gaa ggt get aeg gtg cag etg act cca tat ttt 771 
Val Thr Gly Asp • Ser Glu Gly Ala Thr Val Gin Leu Thr Pro Tyr Phe 
220 225 230 235 

eet act tgt gge age gac tgc ate ega eat aaa gga aea gtt gtg etc 819 
Pro Thr Cys Gly Ser Asp Cys He Arg His Lys Gly Thr Val Val Leu 
240 245 250 
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tgc cca caa aca ggc gtc cct ttc cct ctg gat aac aac aaa age aag 867 
Cys Pro Gin Thr Gly Val Pro Phe Pro Leu Asp Asn Asn Lys Ser Lys 
255 260 265 

ccg gga ggc tgg ctg cct etc etc ctg ctg tet ctg ctg gtg gee aca 915 
Pro Gly Gly Trp Leu Pro Leu Leu Leu Leu Ser Leu Leu Val Ala Thr 
270 275 280 

tgg gtg ctg gtg gca ggg ate tat eta atg tgg agg cac gaa agg ate 963 
Trp Val Leu Val Ala Gly lie Tyr Leu Met Trp Arg His Glu Arg lie 
285 290 295 

aag aag act tee ttt tet acc aee aca eta ctg cee ccc att aag gtt 1011 
Lys Lys Thr Ser Phe Ser Thr Thr Thr Leu Leu Pro Pro lie Lys Val 
300 305 310 315 

ctt gtg gtt tac cca tet gaa ata tgt ttc cat cac aca att tgt tac 1059 
Leu Val Val Tyr. Pro Ser Glu lie Cys Phe His His Thr lie Cys Tyr 
320 325 330 

ttc act gaa ttt ctt caa aac cat tgc aga agt gag gtc ate ctt gaa 1107 
Phe Thr Glu Phe Leu Gin Asn. His Cys Arg Ser Glu Val lie Leu Glu 
335 3.40 345 

aag tgg eag aaa aag aaa ata gca gag atg ggt cca gtg cag tgg ctt 1155 
Lys Trp Gin Lys Lys Lys lie Ala Glu Met Gly Pro Val Gin Trp Leu 
350 „ I • 355 360 

gee act eaa aag aag gea gca gac aaa gte gtc ttc ett ett tee aat 1203 
Ala Thr Gin Lys Lys Ala Ala Asp Lys Val Val Phe Leu Leu Ser Asn 
365 370 375 

gac gtc aac agt gtg tgc gat ggt ace tgt ggc aag age gag ggc agt 1251 
Asp Val Asn Ser .Val Cys Asp Gly Thr Cys Gly Lys Ser Glii Gly Ser 
380 385 390 395 

ccc agt gag aac tet caa gac tet tec cct tgc ctt taaeetttte 1297 
Pro Ser Glu Asn Ser Gin Asp Ser Ser Pro Cys Leu 
400 .405 

tgeagtgafe taagaagcea gattcatetg eaeaaataeg tggtggteta ctttagagag 1357 

attgataeaa aagacgatta caatgetete agtgtetgec ecaagtaeea eeteatgaag 1417 

gatgccaetg etttetgtgc agaaettetc catgteaagt ageaggtgte ageaggaaaa 1477 

agateaeaag ectgeeaega tggetgetge tccttgtage eeaceeatga gaageaagwg 1537 

accttaaagg cttcctatcc caccaattae agggaaaaaa cgtgtgatga tectgaagcf 1597 

taetatgeag cetacaaaea gcettagtaa ttaaaacatt ttataeeaat aaaattttea 1657 

aatattgeta aetaatgtag cattaactaa egattggaaa etaeatttae aacttcaaag 1717 

etgttttata eatagaaatc aattacagtt ttaattgaaa actataacea ttttgataat 1777 

gcaaeaataa ageatettea geeaaaaaaa aaaaaaaaa 1816 



<210> 2 
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<211> 426 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Met Ser Leu Val Leu Leu Ser Leu Ala Ala Leu Cys Arg Ser Ala Val 
-15 -10 -5 

Pro Arg Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro Ser Pro 
-11 5 lb 

Glu Trp Met Leu Gin His Asp Leu lie Pro Gly Asp Leu Arg Asp Leu 
15 20 25 

Arg Val Glu Pro Val Thr Thr Ser Val Ala Thr Gly Asp Tyr Ser lie 
30 35 • 40 45 

Leu Met Asn Val Ser Trp Val Leu Arg Ala Asp Ala Ser lie Arg Leu 
50 55 60 

Leu Lys Ala Thr Lys He Cys Val Thr Gly Lys Ser Asn Phe Gin Ser 

65 70 75 

Tyr Ser Cys Val Arg Cys Asn Tyr Thr Glu Ala Phe Gin Thr Gin Thr 
80 85 . 90 ■ 

Arg Pro Ser Gly Gly Lys Trp Thr Phe Ser Tyr He Gly Phe Pro Val 
95 100 105 

Glu Leu Asn Thr Val Tyr Phe He Gly Ala His Asn lie Pro Asn Ala 
110 115 120 125 

Asn Met Asn Glu Asp Gly Pro Ser Met Ser Val Asn Phe Thr Ser Pro 
130 135 • 140 

Gly Cys Leu Asp His He Met Lys Tyr Lys Lys -Lys Cys Val Lys Ala 
145 ' 150 155 

Gly Ser Leu Trp Asp Pro Asn He Thr Ala Cys Lys Lys Asn Glu Glu 
160. 165 170 

Thr Val Glu Val Asn Phe Thr Thr Thr Pro Leu Gly Asn Arg Tyr Met 
175 180 185 

Ala Leu He Gin His Ser Thr He He Gly Phe Ser Gin Val Phe Glu 
190 195 200 205 

Pro His Gin Lys Lys Gin Thr Arg Ala Ser Val Val He Pro Val Thr 
210 215 220 

Gly Asp Ser- Glu Gly Ala Thr Val Gin Leu Thr Pro Tyr Phe Pro Thr 
225 230 235 

Cys Gly Ser Asp Cys He Arg His Lys Gly Thr Val Val Leu Cys Pro 
240 245 250 

Gin Thr Gly Val Pro Phe Pro Leu Asp Asn Asn Lys Ser Lys Pro Gly 
255 260 265 



Gly Trp Leu Pro Leu Leu Leu Leu Ser Leu Leu Val Ala Thr Trp Val 
270 275 280 285 



Leu Val Ala Gly lie Tyr Leu Met Trp Arg His Glu Arg lie Lys Lys 
290 295 300 



Thr Ser Phe Ser 
305 

Val Tyr Pro Ser 
320 



Thr Thr Thr Leu 

Glu He Cys Phe 
325 



Leu Pro Pro He 
310 

His His Thr He 



Lys Val Leu Val 
315 

Cys Tyr Phe Thr 
330 



Glu Phe Leu Gin Asn His Cys Arg 
335 340 

Gin Lys Lys Lys lie Ala Glu Met 

350 355 

Gin Lys Lys Ala Ala Asp Lys Val 
370 



Ser Glu Val He Leu Glu Lys Trp 
345 

Gly Pro Val Gin Trp Leu Ala Thr 

360 365 

Val Phe Leu Leu Ser Asn Asp Val 

375 380 



Asn Ser Val Cys Asp Gly Thr Cys Gly Lys Ser Glu Gly Ser Pro Ser ' 
385 390 395 

Glu Asn Ser Gin Asp Ser Ser Pro Cys Leu 
400 405 



<210> 3 

<211> 426 

<212> PRT 

<213> Homo sapiens 



<400> 3 

Met Ser Leu Val 
1 

Pro Arg Glu Pro 
20 

Glu Trp Met Leu 
35 

Arg Val Glu Pro 
50 

Leu Met Asn Val 
65 

Leu Lys Ala Thr 



Tyr Se.r Cys Val 
100 

Arg Pro Ser Gly 
115 

Glu Leu Asn Thr 
130 



Leu Leu Ser Leu 

■5 ■ 

Thr Val Gin Cys 



Gin His Asp Leu 
40 

Val Thr Thr Ser 
55 

Ser Trp Val Leu 
70 

Lys He Cys Val 
85 

Arg Cys Asn Tyr 



Gly Lys Trp Thr 
12 0 

Val Tyr Phe He 
135 



Ala Ala Leu Cys 
10 

Gly Ser Glu Thr 
25 

He Pro Gly Asp 



Val Ala Thr Gly 
60 

Arg Ala Asp Ala 

75 

Thr Gly Lys Ser 
90 

Thr Glu Ala Phe 
105 

Phe Ser Tyr He 



Gly Ala His Asn 
140 



Arg Ser Ala Val 
15 

Gly Pro Ser Pro 
30 

Leu Arg Asp Leu 
45 

Asp Tyr Ser He 



Ser He Arg Leu 
80 

Asn Phe Gin Ser 
95 

Gin Thr Gin Thr 
110 

Gly Phe Pro Val 
125 

He Pro Asn Ala 



Asn Met Asn Glu Asp Gly Pro Ser Met Ser Val Asn Phe Thr Ser Pro 
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145 150 155 160 

Gly Cys Leu Asp His lie Met Lys Tyr Lys Lys Lys Cys Val Lys Ala 
165 170 175 

Gly Ser Leu Trp Asp Pro Asn lie Thr Ala Cys Lys Lys Asn Glu Glu 
180 185 190 

Thr Val Glu Val Asn Phe Thr Thr Thr Pro Leu Gly Asn Arg Tyr Met 
195 200 205 

Ala Leu lie Gin His Ser Thr lie lie Gly Phe Ser Gin Val Phe Glu 
210 215 220 

Pro His Gin Lys Lys Gin Thr Arg Ala Ser Val Val He Pro Val Thr 
225 230 235 240 

Gly Asp Ser Glu Gly Ala Thr Val Gin Leu Thr Pro Tyr Phe Pro Thr 
245 250 255 

Cys Gly Ser Asp Cys He Arg His Lys Gly Thr Val Val Leu Cys Pro 
260 . 265 270 

Gin Thr Gly Val Pro phe Pro Leu Asp Asn Asn Lys Ser Lys Pro Gly 
275 280 285 

Gly Trp Leu Pro Leu Leu Leu Leu Ser Leu Leu Val Ala Thr Trp Val 
290 295 300 

Leu Val Ala Gly He Tyr Leu Met Trp Arg His Glu Arg He Lys Lys 
305 310 315 320 

Thr Ser Phe Ser Thr Thr Thr Leu Leu Pro Pro He Lys Val Leu Val 
325 330 335 

Val Tyr Pro Ser Glu He Cys Phe His His Thr He Cys Tyr Phe Thr 
340 • 345 350 

Glu Phe Leu Gin Asn His Cys Arg Ser Glu Val He Leu Glu Lys Trp 
355 360 365 

Gin Lys Lys Lys He Ala Glu Met Gly Pro Val Gin Trp Leu Ala Thr 
370 375 380 

Gin Lys Lys Ala Ala Asp Lys Val Val Phe Leu Leu Ser Asn Asp Val 
385 390 • 395 400 

Asn Ser Val Cys Asp Gly Thr Cys Gly Lys Ser Glu Gly Ser Pro Ser 
405 410 415 

Glu Asn Ser Gin Asp Ser Ser Pro Cys Leu 
420 425 



<210> 4 

<211> 409 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 
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<222> (17) 

<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (65) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (148) 

<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (160) 

<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (362) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (373) 

<223> n equals a, t, g or c 



<220> 

<221> misc_feature 
<222> (388) 

<223> n equals a, t, g or c 



<220> 

<221> misc_f eature 
<222> (406) 

<223> n equals a, t, g 



or c 



<400> 4 

aattcggcac 

aaaanacgat 

tgctttctgt 

agcctgccac 

ggcttcctat 

cagcctacaa 

tngttaacta 



gagattnatc 
tacaatgctc 
gcagaacttc 
gatggctgct 
cccaccaatt 
acagccttag 
atngtagcat 



tgcacaaata 
tcagtgtctg 
tccatgtnaa 
gctccttgta 
acagggaaaa 
taattaaaac 
taactaangt 



cgtggtggtc 
ccccaagtac 
gtagcaggtn 
gcccacccat 
aacgtgtgat 
atttttatac 
ttgggaacta 



tactttagag 
cacctcatga 
tcagcaggaa 
gagaagcaag 
gatcctgaag 
ccataaaatt 
catttncaa 



agattgatac 60 
aggatgccac 12 0 
aaagatcaca 18 0 
agaccttaaa 240 
ctttactatg 300 
tttcaaatat 360 
409 



<210> 5 

<211> 327 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (10) 

<223> n equals a, t, g or c 
<220> 

<221> misc^feature 
<222> (39)"" 
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<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (42) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (44) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (53) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (106) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (120) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (128) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (163) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (173) 

<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (210) 

<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (223) 

<223> n equals a, t, g or c 

<220> ' 

<221> misc_f eature 
<222> (233) 

<223> n equals a, t, g or c 
<220> 

<221> mi sc_f eature 
<222> (238) 

<22 3> n equals a, t, g or c 
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<220> 

<221> misc_f eature 
<222> (241) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (247) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (251) 

<22 3> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (261) 

<223> n equals a, t g or c 
<220> 

<221> misc_feature 
<222> (267) 

<223> n equals a, t, g or c 
<220> 

<221> mis cofeature 
<222> (269) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (274) 

<223> n equals a, g or c 
<220> 

<221> misc_feature 
<222> (277) 

<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (279) 

<223> n equals a, t, g or c 
<220> 

<221> misc_f eature 
<222> (285) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (289) 

<223> n equals a, t/ g or c 

<220> 

<221> misc_f eature 
<222> (293) 

<223> n equals a, t, g or c 
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<220> 

<221> misc_feature 
<222> (295) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (302) 

<223> n equals a, t, g or c 
<220> 

<221> misc_feature 
<222> (305) 

<223> n equals a, t, g or c 
<220> 

<221> misc^f eature 
<222> (312) 

<223> n equals a, t, g or c 

<400> 5 

aattcggcan agcccggcga tgtcgctcgt gctgctagnc tngnngcgct gtncaggagc 60 
gccgtacccc gagagccgac cgttcaatgt ggctctgaaa ctgggncatc tccagagtgn 12 0 
nttgctanaa catgatctaa tcccgggaga cttgagggac ctncgagtag agnctgttac 180 
aactagtgtt gcaacagggg actattcaan ttgatgaatg tanctgggta ctncgggnag 24 0 
ntgccancat ncgttttttg naggctnang tttngtntnn cgggnaaang tantntcagt 3 00 
cntanagtgt tngaggtgca ttaaaaa 327 



<210> 6 
<211> 35 
<212> DNA 

<213> Homo sapiens 



<210> 7 . 
<211> 35 
<212> DNA 

<213> Homo sapiens 
<400> 7 

cgcccatggc • cgaccgttca atgtggctct gaaac 3 5 



<210> 8 
<211> 34 
<212> DNA 

<213> Homo sapiens 



<400> 6 
cgcccatggc 



cgaccgttca atgtggctct gaaac 



35 



<400> 8 
cgcggatcca 



tgtcgctcgt gctgctaagc ctgg 



34 



<210> 9 
<211> 26 
<212> DNA 
<213> Homo 



sapiens 



11 



<400> 9 

cgcggtaccc cagcctcccg gcttgc 



26 



<210> 10 

<211> 129 

<212> DNA 

<213> Homo sapiens 

<400> 10 

gccggatccg ccaccatgaa ctccttctcc acaagcgcct tcggtccagt tgccttctcc 60 
ctggggctgc tcctggtgtt gcctgctgcc ttccctgccc cagtatgtcg ctcgtgctgc 120 
taagcctgg 12 9 



<210> 11 
<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ggccgggtac cccagcctcc cggcttgc 



28 



<210> 12 

<211> 43 

<212> DNA 

<213> Homo sapiens 



<400> 12 

ctagccggat ccgccaccat gtcgctcgtg ctgctaagcc tgg 



43 



<210> 13 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<40Q> 13 

ggccgggtac cccagcctcc cggcttgc 



28 



<210> 14 
<211> 17 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Pro Arg Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro Ser Pro 
1 5 10 • 15 



Glu 



<210> 15 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 15 
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Leu Asp His lie Met Lys Tyr Lys Lys Lys 
15 10 



<210> 16 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Lys Lys Asn Glu Glu Thr Val Glu Val Asn 
15 10 



<210> 17 
<211> 1918 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (111) . . (1409) 
<220> 

<221> misc_feature 
<222> (29) 

<223> n equals a, t,. g or c 
<220> 

<221> misc_feature 
<222> (101) 

<223>-n equals a, t, g or c 
<400> .17 

aagctcgaaa ttaaccctca ctaaagggna acaaaagctg gagctccacc gcggtggcgg 60 

ccgctctaga actagtggat cccccgggct gcaggaattc ngcacgagcg atg teg 116 

Met Ser 
1 

etc gtg ctg eta age ctg gee gcg ctg tge agg age gee gta ccc cga 164 
Leu Val Leu Leu Ser Leu Ala Ala Leu Cys Arg Ser Ala Val Pro Arg 
5 10 15 

gag ccg acc gtt caa tgt ggc tct gaa act ggg cca tct .cca gag tgg 212 
Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro Ser Pro Glu Trp 
20 25 30 

atg eta caa eat gat eta ate ccc gga gac ttg agg gac etc cga gta 2 60 
Met Leu Gin His Asp Leu lie Pro Gly Asp Leu Arg Asp Leu Arg Val 
35 40 45 50 

gaa cct gtt aca act agt gtt gea aca ggg gac tat tea att ttg atg 308 
Glu Pro Val Thr Thr Ser Val Ala Thr Gly Asp Tyr Ser lie Leu Met 
55 60 65 

aat gta age tgg gta etc egg gea gat gee age ate egc ttg ttg aag 356 
Asn Val Ser Trp Val Leu Arg Ala Asp Ala Ser lie Arg Leu Leu Lys 
70 ■ 75 80 

gcc acc aag att tgt gtg acg ggc aaa age aac ttc cag tec tac age 404 
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Ala Thr Lys lie Cys Val Thr Gly Lys Ser Asn Phe Gin Ser Tyr Ser 
85 90 95 

tgt gtg agg tgc aat tac aca gag gcc ttc cag act cag acc aga ccc 452 
Cys Val Arg Cys Asn Tyr Thr Glu Ala Phe Gin Thr Gin Thr Arg Pro 
100 105 110 

tct ggt ggt aaa tgg aca ttt tec tac ate ggc ttc cct gta gag ctg .500 
Ser Gly Gly Lys Trp Thr Phe Ser Tyr lie Gly Phe Pro Val Glu Leu 
115 120 125 130 

aac aca gtc tat ttc att ggg gcc cat aat att cct aat gca aat atg 548 
Asn Thr Val Tyr Phe lie Gly Ala His Asn lie Pro Asn Ala Asn Met 
135' 140 145 

aat gaa gat ggc cct tec atg tct gtg aat ttc acc tea eca ggc tgc 596 
Asn Glu Asp Gly Pro Ser Met Ser Val Asn Phe Thr Ser Pro Gly Cys 
150 155 160 

eta gae cac ata atg aaa tat aaa aaa aag tgt gtc aag gcc gga age . 644 
Leu Asp His lie Met Lys Tyr Lys Lys Lys Cys Val Lys Ala Gly Ser 
165 170 175 

ctg tgg gat ceg aac ate act get tgt aag aag aat gag gag aca gta 692 
Leu Trp Asp Pro Asn lie Thr Ala Cys Lys Lys Asn Glu Glu Thr Val 
180 185 190 

gaa gtg aac ttc aca acc act ccc ctg gga aac aga tac atg get ctt 740 
Glu Val Asn Phe Thr Thr Thr Pro Leu Gly Asn Arg Tyr Met Ala Leu 
195 20.0 205 210 

ate caa cac age act ate ate ggg ttt tct cag gtg ttt gag eca cac 788 
He Gin His Ser Thr lie He Gly Phe Ser Gin Val Phe Glu Pro His 
215 220 225 

cag aag aaa caa acg ega get tea gtg gtg att eca gtg act ggg gat 836 
Gin Lys Lys Gin Thr Arg Ala Ser Val Val He Pro Val Thr Gly Asp 
230 235- .240 

agt gaa ggt get acg gtg cag ctg act eca tat ttt cct act tgt ggc 8 84 
Ser Glu Gly Ala Thr Val Gin Leu Thr Pro Tyr Phe" Pro, Thr Cys Gly 
245 250 255 

age gae tgc ate ega cat aaa gga aca gtt gtg etc tgc eca caa aca 932 
Ser Asp Cys He Arg His Lys Gly Thr Val Val Leu Cys Pro Gin Thr 
260 265 270 

ggc gtc cct ttc cct ctg gat aac aac aaa age aag ceg gga ggc tgg 980 
Gly Val Pro Phe Pro Leu Asp Asn Asn Lys Ser Lys Pro Gly Gly Trp 
275 280 285 290 

ctg cct etc etc ctg ctg tct ctg ctg gtg gcc aca tgg gtg ctg gtg 1028 
Leu Pro Leu Leu Leu Leu Ser Leu Leu Val Ala Thr Trp Val Leu Val 
295 300 305 

gca ggg ate tat eta atg tgg agg cac gaa agg ate aag aag act tec 1076 
Ala Gly He Tyr Leu Met Trp Arg His Glu Arg He Lys. Lys Thr Ser 
310 315 320 

ttt tct acc ace aca eta ctg ccc ccc att aag gtt ctt gtg gtt tac 1124 
Phe Ser Thr Thr Thr Leu Leu Pro Pro He Lys Val Leu Val Val Tyr 
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325 330 335 

cca tct gaa ata tgt ttc cat cac aca att tgt tac ttc act gaa ttt 1172 
Pro Ser Glu lie Cys Phe His His Thr He Cys Tyr Phe Thr Glu Phe 
340 345 350 

ctt caaaac cat tgc aga agt gag gtc ate ctt gaa aag tgg cag aaa 1220 
Leu Gin Asn His Cys Arg Ser Glu Val He Leu Glu Lys Trp Gin Lys 
355 360 365 370 

aag aaa ata gca gag atg ggt cca gtg cag tgg ctt gcc act caa aag 1268 
Lys Lys He Ala Glu Met Gly Pro Val Gin Trp Leu Ala Thr Gin Lys 
375 380 385 

aag gca gca gac aaa gtc gtc ttc ctt ctt tec aat gac gtc aac agt 1316 
Lys Ala ,Ala Asp Lys Val Val Phe Leu Leu Ser Asn Asp Val Asn Ser 
390 395 400 

9tg tgc gat ggt acc tgt ggc aag age gag ggc agt ccc agt gag aac 13 64 
Val Cys Asp Gly Thr Cys Gly Lys Ser Glu Gly Ser* Pro Ser Glu Asn 
405 410 415 

tct caa gac tct tec ccc ttg ect tta acc ttt tct gca gtg ate 1409 
Ser .Gin Asp Ser Ser Pro Leu Pro Leu Thr Phe Ser Ala Val He 
420 425 430 

taagaagcca gattcatctg cacaaatacg tggtggtcta ctttagagag attgatacaa 1469 

aagacgatta caatgetcte agtgtetgcc * ccaagtaeca ectcatgaag gatgecaetg 1529 

ctttetgtgc agaacttctc eatgtcaagt agcaggtgtc ageaggaaaa agatcaeaag 15 8 9 

cetgecaega tggctgctge tecttgtage ceacccatga gaagcaagag accttaaagg 164 9 

cttcctatcc caccaattac agggaaaaaa cgtgtgatga tcctgaaget tactatgeag 1709 

cctacaaaca gccttagtaa ttaaaacatt ttataccaat aaaattttca aatattgcta 1769 

actaatgtag cattaactaa cgattggaaa ctacatttac aacttcaaag ctgttttata 1829 

eatagaaate aattacagtt ttaattgaaa actataacca ttttgataat gcaacaataa 1889 

ageatcttca gecaaaaaaa aaaaaaaaa 1918 



<210> 18 
<211> 433 
<212> PRT 

<213> Homo sapiens 
<400>.18 

Met Ser Leu Val Leu Leu Ser Leu Ala Ala Leu Cys Arg Ser Ala Val 
1 5 10 15 

Pro Arg Glu Pro Thr Val Gin Cys Gly Ser Glu Thr Gly Pro Ser Pro 
20 25 30 

Glu Trp Met Leu Gin His Asp Leu He Pro Gly Asp Leu Arg Asp Leu 
35 40 45 

Arg Val Glu Pro Val Thr Thr Ser Val Ala Thr Gly Asp Tyr Ser He 
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50 

Leu Met Asn Val 
65 

Leu Lys Ala Thr 



Tyr Ser Cys Val 
100 

Arg Pro Ser Gly 
115 

Glu Leu Asn Thr 
130 

Asn Met Asn Glu 
145 

Gly Cys Leu Asp 



Gly Ser Leu Trp 
180 

Thr Val Glu Val 
195 

Ala Leu lie Gin 
210 

Pro His Gin Lys 
225 . 

Gly Asp Ser Glu 



Cys Gly Ser Asp 
260 

Gin Thr' Gly Val 
275 

Gly Trp Leu Pro 
290 

Leu Val Ala Gly 
305 

Thr Ser Phe Ser 



Val Tyr Pro Ser 
340 

Glu Phe Leu Gin 
355 

Gin Lys Lys Lys 
370 



55 

Ser Trp Val Leu 
70 

Lys lie Cys Val 

85 

Arg Cys Asn Tyr 



Gly Lys Trp Thr 
120 

Val Tyr Phe He 
135 

Asp Gly Pro Ser 
150 

His He Met Lys 

165 

Asp Pro Asn He 



Asn Phe Thr Thr 
200 

His Ser Thr He 
215 

Lys Gin Thr Arg 
230 

Gly Ala Thr Val 
245 

Cys He Arg His 



Pro Phe Pro. Leu 
280 

Leu Leu Leu Leu 
295 

He Tyr Leu Met 

310 

Thr Thr Thr Leu 
325 

Glu He Cys Phe 



Asn His Cys Arg 
360 

He Ala Glu Met 
375 



60 

Arg Ala Asp Ala 
75 

Thr Gly Lys Ser 
90 

Thr Glu Ala Phe 
105 

Phe Ser Tyr He 



Gly Ala His Asn 
140 

Met Ser Val Asn 
155 

Tyr Lys Lys Lys 
170 

Thr Ala Cys Lys 
185 

Thr Pro Leu Gly 



He Gly Phe Ser 
220 

Ala Ser Val Val 
235 

Gin Leu Thr Pro 
250 

Lys Gly Thr Val 
265 

Asp Asn Asn Lys 



Ser Leu Leu Val 
300 

Trp Arg His Glu 

315 

Leu Pro Pro He 
330 

His His Thr He 
345 

Ser Glu Val He 



Gly Pro Val Gin 
380 



Ser He Arg Leu 
80 

Asn Phe Gin Ser 
95 

Gin Thr Gin Thr 
110 

Gly Phe Pro Val 
125 

He Pro Asn Ala 



Phe Thr Ser Pro 
160 

Cys Val Lys Ala 
175 

Lys Asn Glu Glu 
190 

Asn Arg Tyr Met 
205 

Gin Val Phe Glu 



He Pro Val Thr 
240 

Tyr Phe Pro Thr 
255 

Val Leu Cys Pro 
270 

Ser Lys Pro Gly 
285 

Ala Thr Trp Val 



Arg He Lys Lys 
320 

Lys Val Leu Val 
335 

Cys Tyr Phe Thr 
350 

Leu Glu Lys Trp 
365 

Trp Leu Ala Thr 
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Gin Lys Lys Ala 
385 

Asn Ser Val Cys 

Glu Asn Ser Gin 
420 

He 



Ala Asp Lys Val 
390 

Asp Gly Thr Cys 
405 

Asp Ser Ser Pro 



Val Phe Leu Leu 
395 

Gly Lys Ser Glu 
410 

Leu Pro Leu Thr 
425 



Ser Asn Asp Val 
400 

Gly Ser Pro Ser 
415 

Phe Ser Ala Val 
430 



<210> 19 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ggcgggcagc agctgcaggc tgacc 25 



<210> 20 

<211> .24 

<212> DNA 

<213> Homo sapiens 

<400> 20 

ctgggctggc ccagccccag gaag 



<210> 21 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 21 

gatcctcccg gacttcaaga ggc 



24 



23 



<210> 22 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 22 

ggaaagqcca ggcaggcctg g 



<210> 23 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gactcatatg cagccgcgtt ccccgaaatc caagcgtaaa 40 



<210> 24 
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<211> 33 

<212> DNA 

<213> Homo sapiens 



<400> 24 

gactggtacc ttatcagaag atgcaggtgc age 



33 



<210> 25 

<211> 35 

<212> DNA 

<213> Homo sapiens 



<400> 25 

gactggatcc gccatactgg actggcctca ' caacc 



35 



<210> 26 

<211> 29 

<212> DNA 

<213> Homo sapiens 



<400> 26 

gactggtacc ggatggtctc gggctgctg 



2 9- 



<210> 27 

<211> 34 

<212> DNA 

<213> Homo sapiens 



<400> 27 

gccccggaat tcaaggagcc ccaaaagcaa gagg 



34 



<210> 28 

<211> 33 

<212> DNA 

<:213> Homo sapiens 



<400> 28 

gcccgcggat cctcagaaga tgcaggtgca gcc 



33 



<210> 29 

<211> 46 

<212> DNA 

<213> Homo sapiens 



<400> 29 

gatcgcggat ccgccatcat gggggccgca cgcagcccgc cgtccg 



46 



<210> 30 
<211> 49 
<212> DNA 
<213>'Homo sapiens 



<400> 30 

gatcgcggat ccccgtccgg aattggttct ggagtgtctg gcatttctg 



49 
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<210> 31 

<211> 43 

<212> DNA 

<213> Homo sapiens 



<400> 31 

gagcgcagat ctgccaccat gtcgctcgtg ctgctaagcc tgg 



43 



<210> 32 

<211> 38 

<212> DMA 

<213> Homo sapiens 



<400> 32 

ggggggagat ctcctcccgg cttgcttttg ttgttatc 



38 



<210> 33 

<211> 11 
<:212> PRT 

<213> Homo sapiens 
<400> 33 

Thr Pro Pro Pro Leu Arg Pro Arg Lys Val Trp 
15 10 



<210> 34 
<211> 705 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (45) . . (584) 

<220> 

<221> sigjeptide 
<222> (45) . . (104) 

<220> ■ 

<221> mat___pepticie 
<222> (105) . . (-584) 

<400> 34 

tccaggcggg cagcagctgc aggctgacct tgcagcttgg cgga atg gac tgg cct 5 6 

Met Asp Trp Pro 
-20 



cac aac ctg ctg ttt ctt ctt acc att 
His Asn Leu Leu Phe Leu Leu Thr lie 
-15 ■ -10 

cag ccc agg age ccc aaa age aag agg 
Gin Pro Arg Ser Pro Lys Ser Lys Arg 
1 5 



tec ate tte ctg ggg ctg ggc 104 
Ser lie Phe Leu Gly Leu Gly 
-5 -1 

aag ggg eaa ggg egg eet ggg 152 
Lys Gly Gin Gly Arg Pro Gly 
10 15 



ccc ctg gcc cct ggc cct cac cag gtg cca ctg gac ctg gtg tea egg 200 
Pro Leu Ala Pro Gly Pro His Gin Val Pro Leu Asp Leu Val Ser Arg 
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20 25 30 

atg aaa ccg tat gcc cgc atg gag gag tat gag agg aac ate gag gag 248 
Met Lys Pro Tyr Ala Axg Met Glu Glu Tyr Glu Arg Asn lie Glu Glu 
35 40 45 

atg gtg gcc cag ctg agg aac age tea gag ctg gcc cag aga aag tgt 296 
.Met Val Ala Gin Leu Arg Asn Ser Ser Glu Leu Ala Gin Arg Lys Cys 
50 55 60 

gag gte aac ttg cag ctg tgg atg tec aac aag agg age ctg tct cce 344 
Glu Val Asn Leu Gin Leu Trp Met Ser Asn Lys Arg Ser Leu Ser Pro 
65 70 75 80 

tgg ggc tac age ate aac cac gac ccc age cgt ate ccc gtg gac ctg 3 92 
Trp Gly Tyr Ser lie Asn His Asp Pro Ser Arg lie Pro Val Asp Leu 
85 90 95 

ccg gag gca egg tgc ctg tgt ctg ggc tgt gtg aac ccc ttc acc atg 44 0 
Pro Glu Ala Arg Cys Leu Cys Leu Gly Cys Val Asn Pro Phe Thr Met 
XOO 105 110 

cag gag gac cgc age atg gtg age gtg ccg gtg ttc age cag gtt cct 488 
Gin Glu Asp Arg Ser Met Val Ser Val Pro Val Phe Ser Gin Val Pro 
115 120 125 

gtg cgc cgc cgc etc tgc ccg cea ccg ccc cgc aca ggg cct tgc cgc 53 6 
Val Arg Arg Arg Leu Cys Pro Pro Pro Pro Arg Thr Gly Pro Cys Arg 
130 135 140 ■ 

cag cgc gca gte atg gag ace ate get gtg ggc tgc acc tgc ate ttc 584 
Gin Arg Ala Val Met Glu Thr lie Ala Val Gly Cys Thr Cys lie Phe 
145 150 155 160 

tgaattacct ggcecagaag ccaggccagc agcccgagac catcctcctt geacetttgt 644 

gccaagaaag geetatgaaa agtaaacaet gaettttgaa ageaaaaaaa aaaaaaaaaa 704 

a 705 



<210> 35 

<211> 180 

<212> PRT . 

<213> Homo sapiens 

<400> 35 

Met Asp Trp Pro His Asn Leu Leu Phe Leu Leu Thr lie Ser lie Phe 
-20 -15 -10 -5 

Leu Gly Leu Gly Gin Pro Arg Ser Pro Lys Ser Lys Arg Lys Gly Gin 
-11 5 10 

Gly Arg Pro Gly Pro Leu Ala Pro Gly Pro His Gin Val Pro Leu Asp 
15 20 25 

Leu Val Ser Arg Met Lys Pro Tyr Ala Arg Met Glu Glu Tyr Glu Arg 
30 35 40 



Asn lie Glu Glu Met Val Ala Gin Leu Arg Asn Ser Ser Glu Leu Ala 
45 50 55 60 
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Gin Arg Lys Cys 



Ser Leu Ser Pro 
80 

Pro Val Asp Leu 
95 

Pro Phe Thr Met 
110 

Ser Gin Val Pro 
125 

Gly Pro Cys Arg 



Glu Val Asn Leu 
65 

Trp Gly Tyr Ser 



Pro Glu Ala Arg 
100 

Gin Glu Asp Arg 
115 

Val Arg Arg Arg 
130 

Gin Arg Ala Val 
145 



Gin Leu Trp Met 
70 

lie Asn His Asp 
85 

Cys Leu Cys Leu 



Ser Met Val Ser 
120 

Leu Cys Pro Pro 
135 

Met Glu Thr lie 
150 



Ser Asn Lys Arg 
75 

Pro Ser Arg lie 
90 

Gly Cys Val Asn 
105 

Val Pro Val Phe 



Pro Pro Arg Thr 
140 

Ala Val Gly Cys 
' 155 



Thr Cys lie Phe 
160 



